
 

 
Day One 

08:30 - 
09:15 

REGISTRATION /COFFEE 

09:15 - 
09:30 

Opening talk/Housekeeping  

Session 1 

09:30 - 
10:00 

Allowen Evin Plenary: Long-term evolution of domestic species: from regional to large-scale morphometric variation 

10:00 - 
10:20 

Ashleigh Haruda  On the wing: Morphological variation in the osteology of Anatidae of the Levant 

10:20 - 
10:40 

Ophelie 
Lebrasseur 

Why did the chicken cross the oceans? A zooarchaeological and palaeogenomics approach to Neotropical 
American chickens 

10:40 - 
11:00 

COFFEE 

Session 2 

11:00 - 
11:20 Eva-Maria Geigl  Paleogenomics of archaeological cats elucidate landmarks of their domestication process 

11:20 - 
11:40 

Danijela Popović  The history of the domestic cat in Central Europe: human-induced dispersal or natural introgression? 

11:40 - 
12:00 Sean Doherty  

Bioarchaeological approaches reveal waves of domestic cat introductions to Europe and the temporal 
decline of the European wildcat 

12:00 - 
13:30 

LUNCH  

Session 3 

13:30 - 
13:50 

Lachie 
Scarsbrook Ancient genomes reveal the evolutionary history of Australian dingoes 

13:50 - 
14:10 

Sophie Montuire The necessity of accurate identification of highly variable morphologically close species: illustration with 
voles and lemmings (rodentia) 

14:10 - 
14:30 Alice Dobinson  Revealing the Intertwined History of Ferrets and Rabbits 

14:30 - 
15:30 

POSTERS 

Session 4 

15:30 - 
15:50 

Laurent Fantz Functional palaeogenomics reveals how farming drove the evolution of virulence in an ubiquitous chicken 
virus 

15:50 - 
16:10 

Marine Jeanjean  Pig, sheep and goat's evolution over the last 8 millennia in the north-western Mediterranean basin: a 
geometric morphometric perspective 

16:10 - 
16:30 Jakob Hansen  

Assessing species selection of bone artefacts from the NE Iberian Peninsula dated to the Early Neolithic 
using ZooMS 

16:30 - 
16:50 

Kuldeep More  sedaDNA: Tool to map animal domestication through sediments 

16:50 - 
17:00 

Wrap Up 

18:00 - 
22:00 

Evening Toast 

Location: Orangerietrakt, Schloss Nymphenburg, 80638. 



 

  

Day Two 

09:15 - 
09:30 

COFFEE 

Session 5 

09:30 - 
10:00 

Naomi Sykes Deep-time HumAnE (Human-Animal-Environment) approaches to biodiversity 

10:00 - 
10:20 

Thierry Grange Paleogenomic step stones to shed light on cattle domestication 

10:20 - 
10:40 

Conor Rossi  Population structure and genetic legacy of the extinct Eurasian aurochs 

10:40 - 
11:00 

COFFEE 

Session 6 

11:00 - 
11:20 Özlem Sarıtaş 

Investigating the morphological changes of suids in the Southwest Asia from Pleistocene to the Late 
Neolithic 

11:20 - 
11:40 

David Stanton  Pig colonisation in the Pacific: A population genomic study 

11:40 - 
12:00 Thomas Cucchi  

4500 years of morphological diversification in wild boars (Sus scrofa) and the Neolithic transition in 
Western Europe 

12:00 - 
13:30 

LUNCH  

Session 7 

13:30 - 
13:50  Victoria Mullin Ancient genomics sheds light on the interactions of cattle and humans 

13:50 - 
14:10 

Catarina Ginja  Iron Age genomes from Althiburos - Tunisia elucidate on the origins of African cattle 

14:10 - 
14:30 

Konstantina 
Saliari  

Imports from the South? Mitochondrial DNA and morphometric characterization of cattle from the Iron 
Age and Roman period north of the Alps. 

14:30 - 
14:50 

Felix Sadebeck  Irregular Chewing, Morphologic Anomalies, and Other Nuisances - Differentiating Cattle Populations 
Through Geometric Morphometrics 

14:50 - 
15:30 

POSTERS 

Session 8 

15:30 - 
15:50 Matthew Collins  A systematic review of database research engines using a controlled, degraded single protein 

15:50 - 
16:10 

Vlatka Cubric-
Curik  

Smart integration of Genetics with Sciences of the Past in Croatia: where are we now 

16:10 - 
16:30 Bhararth Nair  Modelling protein degradation: A case study with Beta-lactoglobulin 

16:30 - 
16:50 

Laura Viñas 
Caron  

Fashioning Sudan: proteomic identification of animal species used for garment production 

16:50 - 
17:00 

Wrap Up 

 
 
 
 
 



 

 
Day Three 

09:15 - 
09:30 

COFFEE 

Session 9 

09:30 - 
10:00 

Mustafa Ozkan  Archaeogenomics and the First Nuclear Genomes of Extinct European Wild Ass 

10:00 - 
10:20 

Arianna 
Weingarten  Horse mitochondrial genomes from the Middle Pleistocene site of Schöningen 

10:20 - 
10:40 Ludovic Orlando The emergence of modern domestic horses 

10:40 - 
11:00 

COFFEE 

Session 10 

11:00 - 
11:20 

Sierra Harding  Shape analysis of Iron Age sheep astragali suggests west-to-east morphotype diffusion in the southern 
Levant. 

11:20 - 
11:40 Kevin Daly  Paleogenomic insights of the origin and trajectory of domestic sheep 

11:40 - 
12:00 

Louise Le 
Meillour 

Identifying the constraints: looking for subsistence adaptations in regards to climatic events in arid 
environments 

12:00 - 
12:20 

Kaptan Damla  Archaeogenetic analysis of Neolithic sheep from Anatolia 

12:20 - 
13:50 

LUNCH 

Session 11 

13:50 - 
14:10 

Christine Conlan Turtles all the way down: Tracking past sea turtle abundance in the Southern Caribbean and its 
application for sustainable management. 

14:10 - 
14:30 

Shevan Wilkin   Proteomics of novel materials in archaeology 

14:30 - 
14:50 

Moderators: 
Ashleigh Haruda 
and Lachie 
Scarsbrook 

"SPECS (Standardisation, Protocols, Ethics, Communication and Sharing)" 

14:50 - 
15:10 

Greger Larson Plenary 

15:10 - 
15:30     

      

18:00 - 
22:00 

Conference Dinner 

Location: Augustiner-Keller München 
Arnulfstraße 52, 80335 München 

 


